
Marker GenBank no. First PCR primer sequences Size Second PCR primer sequences Size

5HT3AR NM_013561.2 Sense, 889: TCAGACACACTGCCAGCAAC 485 Sense, 981: GACCATCTTCATTGTGCGGC 337

Antisense, 1356: TATCCCACCCGCAGCCAG Antisense, 1300: GAAGTGGCGGATGGAGGA

CB NM_009788.2 Sense, 139: CGAAAGAAGGCTGGATTGGAG 426 Sense, 194: ATGGACAGAGAGATGATGGAAAAA 295

Antisense, 544: CCCACACATTTTGATTCCCTG Antisense, 467: TCCAGCTTTCCGTCATTATTTG

CCK NM_031161.3 Sense, 16: TGTCTGTGCGTGGTGATGGC 554 Sense, 192: ATACATCCAGCAGGTCCGCAA 237

Antisense, 546: GCATAGCAACATTAGGTCTGGGAG Antisense, 408: CAGACATTAGAGGCGAGGGGT

CoupTFII NM_009697.3 Sense, 605: AGCCTAACAACATCATGGGC 404 Sense, 686: ACATCCCCTTCTTCCCTGAC 318

Antisense, 989: GCTTTCCACATGGGCTACAT Antisense, 984: CCACATGGGCTACATCAGAC

CR NM_007586.1 Sense, 63: TTGATGCTGACGGAAATGGGTA 265 Sense, 141: GCTGGAGAAGGCAAGGAAGG 151

Antisense, 327: CAAGCCTCCATAAACTCAGCG Antisense, 271: ATTCTCTTCGGTCGGCAGGAT

eGFP Sense, 3: TGACCACCCTGACCTACGGC 456 Sense, 309: CGACGGCAACTACAAGACCC 296

Antisense, 621: CGTTGGGGTCTTTGCTCAGG Antisense, 585: GGTAGTGGTTGTCGGGCAGC

GAD67 NM_008077.4 Sense, 83: ATGATACTTGGTGTGGCGTAGC 253 Sense, 159: CAATAGCCTGGAAGAGAAGAGTCG 177

Antisense, 314: GTTTGCTCCTCCCCGTTCTTAG Antisense, 314: GTTTGCTCCTCCCCGTTCTTAG

GAD65 NM_008078.2 Sense, 99: CCAAAAGTTCACGGGCGG 375 Sense, 219: CACCTGCGACCAAAAACCCT 248

Antisense, 454: TCCTCCAGATTTTGCGGTTG Antisense, 447: GATTTTGCGGTTGGTCTGCC

Lhx6 NM_008500.2 Sense, 150: TGCCATGGCTCAGTCAGACGCA 473 Sense, 199: GACGAAGGTAGAGCCTCCCCATGT 206

Antisense, 599: CCTTCTCCTCAACGAGGCCGAATT Antisense, 383: TGCCTCAGCGATGTGCGACACA

nNOS NM_008712.2 Sense, 1668: CCTGGGGCTCAAATGGTATG 373 Sense, 1742: CCTGTCCCTTTAGTGGCTGGTA 236

Antisense, 2021: CACAATCCACACCCAGTCGG Antisense, 1957: GATGAAGGACTCGGTGGCAGA

NPY NM_023456.2 Sense, 16: CGAATGGGGCTGTGTGGA 297 Sense, 38: CCCTCGCTCTATCTCTGCTCGT 220

Antisense, 289: AAGTTTCATTTCCCATCACCACAT Antisense, 236: GCGTTTTCTGTGCTTTCCTTCA

Supplementary Table 2: PCR primers



PV NM_013645.3 Sense, 104: GCCTGAAGAAAAAGAACCCG 275 Sense, 122: CGGATGAGGTGAAGAAGGTGT 163

Antisense, 275: AATCTTGCCGTCCCCATCCT Antisense, 265: TCCCCATCCTTGTCTCCAGC

SST NM_009215.1 Sense, 1: ATGCTGTCCTGCCGTCTCCA 250 Sense, 41: GCATCGTCCTGGCTTTGGG 170

Antisense, 231: GCCTCATCTCGTCCTGCTCA Antisense, 191: GGGCTCCAGGGCATCATTCT

Reelin NM_011261.2 Sense, 861: CGCCAAGAACAATACCGCTG 488 Sense, 905: GAGCCCCTTCCAATGTGAGC 388

Antisense, 1327: GTCCTGATTCTACGGTTCCACA Antisense, 1273: CCTGTGGGCTGGCTCTCAAA

VIP NM_011702.2 Sense, 219: TTATGATGTGTCAAGAAATGCCAG 424 Sense, 253: GGAGTTTTCACCAGCGATTACAG 225

Antisense, 618: TTTTATTTGGTTTTGCTATGGAAG Antisense, 455: CTCACTGCTCCTCTTTCCATTCA


